Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.050; wR factor = 0.157; data-to-parameter ratio = 12.5.
In the title compound, C 25 H 23 N 3 O 3 , the seven-membered diazepine ring adopts a boat conformation with the hydroxysubstituted C atom at the prow and fused-ring C atoms at the stern. The crystal packing features C-HÁ Á ÁO, C-HÁ Á Á and N-H Á Á Á interactions
Related literature
For the preparation and biological activity of benzodiazepines, see: Ahabchane et al. (1999) , Grunewald et al. (1996) ; Ding et al., (1999) . For related structures, see: Saber et al. (2010a,b) ; Ballo et al. (2010) . For puckering parameters, see: Cremer & Pople (1975) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg4 is the centroid of the C26-C31 ring. Symmetry codes: (i) x þ 1; y; z; (ii) Àx þ 1; Ày þ 2; Àz þ 1; (iii) x À 1; y À 1; z. et al., 1996] and inhibitors of farnesyltransferase [Ding et al., 1999] . In view of their importance and to ascertain molecular conformation [Ahabchane et al., 1999 . Saber et al. (2010a and 2010b and Ballo et al. (2010) ], a crystallographic study of the title compound has been carried out.
The molecular structure of the title compound is depicted in Fig.1 . The seven-membred ring adopts a boat conformation with equatorial orientations of both phenyl and hydroxyl substituents. Its puckering parameters [Cremer & Pople, 1975] Phenyl substituent at C24 atom is rotated out of the plane of the 4,5-dihydro-1,2-oxazole ring by 20.1 (1)°.
The crystal packing is controlled by C-H···O H-bonds and C-H ···π and N-H ···π interactions involving the C26-C31
(Cg4) benzene ring (Table 1) .
Experimental
A solution of NaOCl (10 ml) was added to a mixture of 1-allylmethyl-3-hydroxy-4-phenyltetrahydro-1,5-benzodiazepin-2-one (2.58 g, 0.01 mmol) and benzaldoxime (1.21 g, 0.01 mmol) in chloroform (30 ml) under vigorous stirring. After 3 h, the organic layer was washed with water and dried by addition of anhydrous MgSO 4 . After removal of the solvent by evaporation, the crude residual mixture obtained was purified by column chromatography on a silica gel column and eluted with an eluent composed of ether/petroleum ether (1/9). Crystals was obtained when solvent was allowed to evaporate.
Refinement
All O-H and C-H H-atoms were placed in calculated positions (C-H: 0.93 to 0.98 Å and O-H = 0.82) and allowed to ride on their parent atoms, with U (H) set to 1.2 U(C) and 1.5 U(O). Torsion angle for the hydroxyl group was optimized from electron density.
The amino H-atom was located in a difference Fourier map and was refined independently. 
Hydrogen-bond geometry (Å, °)
Cg4 is the centroid of the C26-C31 ring. 
